
easyFRAP: Quick Start Guide 

Installation and step-by-step example 



Installation Guidelines 

1. Standalone version (if you don’t have MATLAB installed 
on your computer): 

 Download and install MATLAB Compiler Runtime. This is required for 
standalone applications to run outside MATLAB. 

 Download easyFRAPXX.zip and run (double-click) easyFRAPXX.exe.  

 

2. If you do have MATLAB installed: 

 Download the appropriate source files and run the code. It is 
advised to save the files in the MATLAB root directory. 



Supported File Formats 

 Leica LAS AF: .csv files (comma-separated) 

 Olympus: .xls files 

 Zeiss: .txt (tab-delimited) or .xls files 

 ImageJ: .txt (tab-delimited) or .xls files 

.csv file, 2 header lines .txt file, tab delimited, 2 header lines 

.xls file, 10 header lines, 5 columns 



Dataset Selection 

1. Name the 
experiment 
(optional) 

2. Define file format 
(.csv, .txt or .xls) 

3. Choose folder 
containing the files 

4. Press Upload 



Dataset Selection 

1. Define the 
correspondence of 
the measurements 
to columns in the 
files 

2. Press OK 



Raw Data Visualization 

 The raw recovery 
curves in ROI1, ROI2, 
ROI3 are 
automatically 
visualized and 
information about 
the files is returned 



Data Exclusion 

Optionally: 

1. Select one or more 
samples from the list 
box 

 Selected samples are 
automatically plotted 
in red 

1. Press Delete to 
exclude them from 
the dataset 

2. Press Restore to 
restore them  

 The plots are 
automatically 
refreshed 



Bleaching Parameters 

1. Insert number of 
prebleach, bleach 
and postbleach 
images 

2. Insert initial values to 
discard (optional) 

3. Press Compute 

 The bleaching depth 
and gap ratio values 
are calculated 

4. Press Reset to 
restore the initial 
values and repeat the 
computation 



Normalization 

1. Choose 
Normalization 
method 

2. Press Normalize 

 The Normalized 
plots (individual 
and mean) are 
visualized  

 Click on the plots 
to export them 
for better 
examination 

 



Curve Fitting 
1. Choose a sample from 

the list box 

 It is automatically 
plotted  

2. Choose fitting 
equation 

3. Press Fit 

 The fitted curve and 
residuals are plotted 

 The mobile fraction 
and thalf are calculated 
and shown on the 
right 

 Goodness-of-fit 
statistics (R-square) 
are also provided  Attention: R-square must be close to 1, small values indicate bad 

fits and thus inaccurate estimates 



Curve Fitting 

1. Press Fit Mean 
Data 

 The fitted curve and 
residuals for the 
mean are plotted 

 The mobile fraction 
and t-half  
concerning the 
mean are calculated 
and shown on the 
right 

 Goodness-of-fit 
statistics (R-square) 
are also provided  



Curve Fitting 

Press Save and: 

1. Select file to save 
the results 

2. Select sample(s) 

 

 



Curve Fitting 

 

 easyFRAP performs 
curve fitting to all 
selected samples 
and saves the results  
(individual and mean 
values) in a separate 
file 

 



Exported fitting results 

 On Windows platforms, the computed data are saved on 
an .xls file that contains all the necessary information 
(numerical values and header/sample information) 

 

 On Mac platforms, 2 separate files are saved: a .csv file 
with all numerical values and a .txt file (with the same 
name) with all header/sample information 



Exported files - Windows  
Choice of normalization and fitting method 

Header 

Samples  



Exported files(Mac) 

.csv file: .txt file: 



Top menu 

1. Export images and 
save them in various 
formats  

2. Save all resulting 
data (raw, 
normalized data and 
curve fitting results) 
in separate files  

3. Perform Batch 
analysis 



Exported Normalized data  

Individual 
normalized curves 

Mean  
normalized 
curve and 
standard 
deviation 

For Mac users: again 2 separate files are saved: a .csv file with all numerical values and a 
.txt file (with the same name) with the header information 



easyFRAP Batch analysis 

Experiment selection: 

1. Select parent directory 
that contains all your 
experiments 

2. Select file format 

3. Choose the experiments 
of interest from the list 
box and press Upload 



easyFRAP Batch analysis 

Experiment selection: 

1. Provide number of 
header lines, column - 
measurement 
correspondence and 
bleaching parameters 

 The data are uploaded 

2. Press Plot to plot all raw 
intensity values  

 Attention: when you provide 
the number of header lines, 

do not count the empty 
ones! 



easyFRAP Batch analysis 

Normalization: 

1. Select Normalization method 

2. Press Normalize 

 The data are normalized and 
saved to .xls files in the parent 
directory named after the 
experiments (e.g. Normalized 
data - test1.xls) 

2. Press Plot to plot all normalized 
intensity values  

 

For Mac users: header information is saved on a separate .txt file in the same directory  



easyFRAP Batch analysis 

Fitting: 

1. Select fitting method 

2. Press Fit 

 The data are fitted and the results 
(mobile fraction, t-half, their 
means and standard deviations) 
are saved to .xls files in the parent 
directory named after the 
experiments (e.g. Fitting results- 
test1.xls) 

2. Press Plot to plot all fitted curves 
and residuals  

 

For Mac users: header information is saved on a separate .txt file in the same directory  


